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<212> DNA RECEIVED 

<213> Campylobacter coli JAN 0 8 2002 

<220> OFFICE OF PETITIONS 

<223> 
<400> 1 

attaacacaa atgttgcagc attaaatgct aaagcaaatt cggatctaaa cagcagagca 60 

ttagatcaat cactttcaag actcagttca ggtcttagaa tcaactccgc agcagatgat 120 

gcttcaggga tggcgatagc agatagttta agatctcagg caaatacttt gggtcaggct 180 

atatctaatg gtaatgatgc tttaggtatc ttgcaaactg cagataaggc tatggatgag 240 

caacttaaaa tcttagatac catcaagact aaagcgactc aagctgctca agatggtcaa 300 

agcttaaaaa caagaactat gcttcaagca gacatcaacc gtttgatgga agaacttgat 360 

aatatcgcaa ataccacttc atttaatggc aaacaacttt taagtggtgg ttttaccaat 420 

caagaattcc aaatcggttc aagttcaaat caaactatta aagcaagtat aggagcaact 48 0 

cagtcttcta aaatcggtgt aacaagattt gaaacaggtt cacaaagttt ttcttcaggc 540 

actgtaggac ttactattaa aaactacaac ggtatcgaag attttaaatt tgatagtgta 600 

gtgatttcta cttcagtagg aacaggtctt ggagctttgg ctgaagagat caacagaaat 660 

gcagataaaa caggaattcg tgcaactttt gatgtaaaat ctgtaggagc ctatgcaata 72 0 
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aaagcaggaa atacttctca ggattttgct atcaatgggg ttgttatagg taaggttgat 7 80 

tattcagatg gtgatgagaa tggttcttta atttcagcta tcaatgctgt aaaagataca 840 

actggtgttc aagcctctaa agatgaaaat ggtaaacttg ttcttacttc ggccgatggt 900 

agagggatta aaatcacagg tagcataggt gtaggagctg gtatattgca cactgaaaat 960 

tatggaaggt tatctttagt taaaaatgat ggtagagat 999 
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<211> 333 

<212> PRT 

<213> Campylobacter coli 
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He Gly Lys Val Asp Tyr Ser Asp Gly Asp Glu Asn Gly Ser Leu 

260 265 270 

He Ser Ala He Asn Ala Val Lys Asp Thr Thr Gly Val Gin Ala 

275 280 285 

Ser Lys Asp Glu Asn Gly Lys Leu Val Leu Thr Ser Ala Asp Gly 

290 295 300 

Arg Gly He Lys He Thr Gly Ser He Gly Val Gly Ala Gly He 

305 310 315 

Leu His Thr Glu Asn Tyr Gly Arg Leu Ser Leu Val Lys Asn Asp 

320 325 330 

Gly Arg Asp 
<210> 3 
<211> 27 
<212> DNA 

<213> Campylobacter coli 

<220> 

<223> 

<400> 3 

accaatatta acacaaatgt tgcagca 27 
<210> 4 
<211> 33 
<212> DNA 

<213> Campylobacter coli 

<220> 

<223> 

<400> 4 

ttatctagac taatctctac catcattttt aac 33 
<210> 5 
<211> 574 
<212> PRT 

<213> Campylobacter jejuni 81-176 
<220> 
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<223> 

<400> 5 
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40 
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55 
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70 
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85 
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100 

Asp He Asn 
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Thr Ser Phe 
130 
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145 
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160 

Glu Thr Gly 
175 
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Val He Ser 
205 

Glu He Asn 
220 

Asp Val Lys 
235 

Ser Gin Asp 
250 
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265 

Ala Val Lys 
280 

Gly Lys Leu 
295 
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310 
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He Ser Gly 
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355 
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370 
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15 

Ser Leu Ser 
30 

Asp Asp Ala 
45 

Ala Asn Thr 
60 
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75 
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90 

Gly Gin Ser 
105 

Arg Leu Met 
120 

Asn Gly Lys 
135 

Gin He Gly 
150 

Ala Thr Gin 
165 

Ser Gin Ser 
180 

Tyr Asn Gly 
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Thr Ser Val 
210 

Arg Asn Ala 
225 

Ser Val Gly 
240 

Phe Ala He 
255 

Gly Asp Asn 
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Asp Thr Thr 
285 

Val Leu Thr 
300 
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315 

Leu Ser Leu 
330 
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345 

Gin Ser Ser 
360 

Ala Asn Ala 
375 
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Asp Ala Met Gly Phe Asn Ser Tyr Lys Gly Gly Gly Lys Phe Val 

380 385 390 

Phe Thr Gin Asn Val Ser Ser He Ser Ala Phe Met Ser Ala Gin 

395 400 405 

Gly Ser Gly Phe Ser Arg Gly Ser Gly Phe Ser Val Gly Ser Gly 

410 415 420 

Lys Asn Leu Ser Val Gly Leu Ser Gin Gly He Gin He lie Ser 

425 430 435 

Ser Ala Ala Ser Met Ser Asn Thr Tyr Val Val Ser Ala Gly Ser 

440 445 450 

Gly Phe Ser Ser Gly Ser Gly Asn Ser Gin Phe Ala Ala Leu Lys 

455 460 465 

Thr Thr Ala Ala Asn Thr Thr Asp Glu Thr Ala gly Val Thr Thr 

470 475 480 

Leu Lys Gly Ala Met Ala Val Met Asp He Ala Glu Thr Ala He 

485 490 495 

Thr Asn Leu Asp Gin He Arg Ala Asp He Gly Ser He Gin Asn 

500 505 510 

Gin Val Thr Ser Thr He Asn Asn He Thr Val Thr Gin Val Asn 

515 520 525 

Val Lys Ala Ala Glu Ser Gin He Arg Asp Val Asp Phe Ala Ser 

530 535 540 

Glu Ser Ala Asn Tyr Ser Lys Ala Asn He Leu Ala Gin Ser Gly 

545 550 555 

Ser Tyr Ala Met Ala Gin Ala Asn Ser Ser Gin Gin Asn Val Leu 

560 565 570 

Arg Leu Leu Gin 
<210> 6 
<211> 573 
<212> PRT 

<213> Campylobacter coli VC167 T2 

<220> 

<223> 

<400> 6 

Met Gly Phe Arg He Asn Thr Asn Val Ala Ala Leu Asn Ala Lys 
15 10 15 

Ala Asn Ser Asp Leu Asn Ser Arg Ala Leu Asp Gin Ser Leu Ser 

20 25 30 

Arg Leu Ser Ser Gly Leu Arg He Asn Ser Ala Ala Asp Asp Ala 

35 40 45 

Ser Gly Met Ala He Ala Asp Ser Leu Arg Ser Gin Ala Asn Thr 

50 55 60 

Leu Gly Gin Ala He Ser Asn Gly Asn Asp Ala Leu Gly He Leu 

65 70 75 

Gin Thr Ala Asp Lys Ala Met Asp Glu Gin Leu Lys He Leu Asp 

80 85 90 
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Thr lie Lys Thr Lys Ala Thr Gin Ala Ala Gin Asp Gly Gin Ser 
95 100 105 

Leu Lys Thr Arg Thr Met Leu Gin Ala Asp lie Asn Arg Leu Met 

110 115 120 

Glu Glu Leu Asp Asn lie Ala Asn Thr Thr Ser Phe Asn Gly Lys 

125 130 135 

Gin Leu Leu Ser Gly Gly Phe Thr Asn Gin Glu Phe Gin lie Gly 

140 145 150 

Ser Ser Ser Asn Gin Thr He Lys Ala Ser He Gly Ala Thr Gin 

155 160 165 

Ser Ser Lys He Gly Val Thr Arg Phe Glu Thr Gly Ser Gin Ser 

170 175 180 

Phe Ser Ser Gly Thr Val Gly Leu Thr He Lys Asn Tyr Asn Gly 

185 190 195 

He Glu Asp Phe Lys Phe Gin Ser Val Val He Ser Thr Ser Val 

200 205 210 

Gly Thr Gly Leu Gly Ala Leu Ala Glu Glu He Asn Arg Asn Ala 

215 220 225 

Asp Lys Thr Gly He Arg Ala Thr Phe Asp Val Lys Ser Val Gly 

230 235 240 

Ala Tyr Ala He Lys Ala Gly Asn Thr Ser Gin Asp Phe Ala He 

245 250 255 

Asn Gly Val Val He Gly Lys Val Asp Tyr Ser Asp Gly Asp Glu 

260 265 270 

Asn Gly Ser Leu He Ser Ala He Asn Ala Val Lys Asp Thr Thr 

275 280 285 

Gly Val Gin Ala Ser Lys Asp Glu Asn Gly Lys Leu Val Leu Thr 

290 295 300 

Ser Ala Asp Gly Arg Gly He Lys He Thr Gly Ser He Gly Val 

305 310 315 

Gly Ala Gly He Leu His Thr Glu Asn Tyr Gly Arg Leu Ser Leu 

320 325 330 

Val Lys Asn Asp Gly Arg Asp He Asn He Ser Gly Thr Gly Leu 

335 340 345 

Ser Ala He Gly Met Gly Ala Thr Asp Met He Ser Gin Ser Ser 

350 355 360 

Val Ser Leu Arg Glu Ser Lys Gly Gin He Ser Ala Ala Asn Ala 

365 370 375 

Asp Ala Met Gly Phe Asn Ala Tyr Asn Gly Gly Gly Ala Lys Gin 

380 385 390 

He He Phe Ala Ser Ser He Ala Gly Phe Met Ser Gin Ala Gly 

395 400 405 

Ser Gly Phe Ser Ala Gly Ser Gly Phe Ser Val Gly Ser Gly Lys 

410 415 420 

Asn Tyr Ser Ala He Leu Ser Ala Ser He Gin He Val Ser Ser 

425 430 435 

Ala Arg Ser He Ser Ser Thr Tyr Val Val Ser Thr Gly Ser Gly 

440 445 450 

Phe Ser Ala Gly Ser Gly Asn Ser Gin Phe Ala Ala Leu Arg He 

455 460 465 

Ser Thr Val Ser Ala His Asp Glu Thr Ala Gly Val Thr Thr Leu 

470 475 480 

Lys Gly Ala Met Ala Val Met Asp He Ala Glu Thr Ala He Thr 

485 490 495 
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Asn Leu Asp Gin lie Arg Ala Asp He Gly Ser Val Gin Asn Gin 

500 505 510 

He Thr Ser Thr He Asn Asn He Thr Val Thr Gin Val Asn Val 

515 520 525 

Lys Ser Ala Glu Ser Gin He Arg Asp Val Asp Phe Ala Ser Glu 

530 535 540 

Ser Ala Asn Tyr Ser Lys Ala Asn He Leu Ala Gin Ser Gly Ser 

545 550 555 

Tyr Ala Met Ala Gin Ala Asn Ser Ser Gin Gin Asn Val Leu Arg 

560 565 570 

Leu Leu Gin 



